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MLERFHZAFRE: Al HCAbIREBIAZT

Accelerating Next-Gen Antibody Discovery:
The Al HCAb Model Launch
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Human HCAb from Harbour Mice® is a New Class of Biologics as Foundation
for Complicated Modalities

Naturally occurring classical antibody Harbour Mice® HCAb is the first Human HCAb is foundation to generate
from Human and Heavy Chain Only transgenic mice platform to develop various complicated modalities for
Antibody (HCAb) from Camelidae human HCAb next-gen innovative biologics

Clinically validated
Global IP protection

Excellent affinity and properties

<
< <

Plug and play

Multispecific

> L))



HARBOUR s COBR MMEBLKMAER

OVATION HARBOUR, SHINING GLOBAL HARBOUR BIOMED GLOBAL R&D DAY
BIOMED

Cutting-edge Antibody Platforms Enable Sustained Invention of Novel Molecules

- N N
Next-gen CTLA4 HCAb CLDN18.2xCD3 HBICE® B7H4x4-1BB HBICE®
K X HBM4003, Phase I \.\)% AZD5863, Phase | S %" HBM7008, Phase |
- N ‘
4 N A V  Astrazenecs® SR

7
o
7

4

!
. \ \ y
4 N N I
BCMAxCD3 HBICE® LY ¢ PDL1xCDA40 HBICE® B7H4xCD3 HBICE®
\\g HBM7020, Phase | HBM9027, US IND ‘.\?’? HBM7004, IND-enabling
Q@ . Lisiw HARBOUR HARBOUR
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Antigen Immunization Discovery in vitro in vivo Engineering CMC
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How Al is Reshaping the Antibody Discovery?
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End-to-End Workflow from Sequence Generation to Wet Lab Validation

2
9&' 2. Al Guided Design

Al HCADb Classification Model

HCADb classification model to filter sequences

— R ) 3. Wet Lab
Al HCAb Developability
Prediction Model

select the sequences with good properties

1. Al HCAb
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Generation of Human HCAb: The First Puzzle

Facts and Mysteries about Harbour Mice® HCADb

< Facts
= Human VH can’t stand alone without VL.

=  “Hallmark residues”: signature of Camel VHH
different from Human VH.

= Harbour Mice® HCAb incorporates natural
human germline V,D,] genes, and generate
soluble and functional human HCAb without
camel hallmark residues.

** Mysteries

o How does human HCADb fold into soluble
structure ?

4 o What is the difference between the VH from
i\ human HCAb and the VH from human H2L2 ?

First puzzle: how to distinguish VH of human HCAb and VH of H2L2

Example:

anti-CTLA4 human HCAb VH (PDB: 7DV4) and anti-SARS-CoV-2 human
antibody C098 VH (PDB: 7N3G) have similar sequences (90% identity)
and structures (0.7 A RMSD)

VH structures
superposed (PDB:
7N3G, 7DV4)

VH sequence alignment

I I
7DV4 -HCAbVH EVQLVESGGGL IQPGGSLRLSCAVSGFTVSKNYMSWVRQAPGKGLEWVSVVYSGGSKTYA 60
TN3G-FABVH EVQLVESGGGLIQPGGSLRLSCAASGFTVSSNYMSWVRQAPGKGLEWYSVIYSGGSTYYA 60
80 100

| 1
70V4 -HCAbVH DSVKGRFTISRDNSKMNTLYLQMNSLRAEDTAVYYCARAVPHSPSSFD IWGQGTMVTVSS 118
THN3G-FABVH DSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDL-YSSGGTD IWGQGTMVTVSS 118
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Al HCAb Sequence Generation Model

4 4 4

HCAD libraries Pre-trained Protein LLM Experimental binding data
9 million HCAb sequences from NGS 50 million sequences from public dataset hundreds of HCAb sequences per target
Immunization Library construction
Human V, D J C, by protein/cell/DNA/mRNA by inserting VH into Fc-bearing vectors
- \ O
ACH1
* Human Mouse @ + @ %08} @
.
‘ Hight-Throughput Screening Sanger sequencing .
by ELISA/FACS/Mirrorball to retrieve VH sequences of positive
‘( <l w( Mirrorball FACS clones
" " J\ ki kil
M
A bl
. J . “ * “ J . J
\
- Fully human HCAD libraries PR Target specific HCAb
\i\,) ez \\ ‘o
) "o //

Compared to conventional immunization, the Al-assisted approach can generate an order of magnitude more candidates
with a significantly higher success rate




HARBOUR

BIOMED
Al HCADb Classification Model

Partial Fine-tuning Architecture

1. Input Sequence
"QVQLQESGPGLVKPSETLSLT..."

v

2. Base Model

Base Layers (Frozen)

Top Layers (Partially Unfrozen)

Extract Sequence Embedding

3. Classification Head
Fully Trainable

v

4. Output Prediction
Class: HCAb/H2L2

BIFH ()RR MMER LML H

INNOVATION HARBOUR, SHINING GLOBAL

HCADb classification model in test-set

Testing dataset: 14k

Receiver Operating Characteristic (ROC) Curve

Score
92.73%

88.51%

True Positive Rate

ROC curve (AUC = 0.9703)
accuracy

0.2 0.4 0.6 0.8
False Positive Rate

Predicted
True Label Label Sequence
H2L2 H2L2 EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAISGSGGRTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHEGLGVFDYWGQGTLVTVSS
HCAb HCAb EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAISGSGG TYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC K YWGQGTLVTVSS
CDR2 FR3 CDR3 FR4

y Lt P s
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Al HCADb Developability Prediction Model

Multimodal Input Bayesian Inference Downstream Tasks Model evaluation in wet-lab experiment
1.071 @ Multimodal
S I Sequence Only
. 0.711
- - Solubility
HCAD surface Foundation
“ | model
-+ .z» = y ili
- Bayeslan - Stability
: Neural Purity F1 Solubility Pearson
HCA
3000+HCAb CADb structure Netwarks
developability QVQLVQSGAEVKK Melt Peak
PGASVKVSCKASG i
data TSISGYWMQW... N > GgoReogiion
HCAb sequence o

Improved
: : o HCAb Tm1:
Our model achieves SOTA performance in the prediction of : | + From

* HCAD Stability (Tm1 by DSF) .49.0 . gggzgto
* HCAD Solubility (HIC-HPLC) ; 3.99C .

« HCAb Aggregation (SEC-HPLC)

—_
=
=
z
z

60
Temperature, Celsius

& v o
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Target-specific Al-Powered HCAb Discovery

HCADb Harbour Mice®
immunized with Target

HARBOUR

Data collection

v

Z
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v

HCADb generative model

Al-Powered Antibody Discovery Paradigm 1.0

NGS for pre- and post-
enrichment antibody
repertoire

Predict binder
sequences from
NGS data

Score other

properties by Al
models

Al-Powered Antibody Discovery Paradigm 2.0

WY

HCADb filter ST

modeling

Developability

High
affinity

Affinity ranking

BIEmIL0BR MBELHLEH LA
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Wet-lab evaluation

mNonBinder mBinder

8.70%

> 0N -

Recombinant
antibody
production

91.30%

Antibody
characterization

Wet-lab evaluation

\" mNonBinder
> W

Recombinant
antibody
production

m Binder
21.50%

78.50%

Antibody
characterization
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Superior Wet-Lab Performance of the Al HCAb Model

Al HCAb model generates vast sequence

: : : ) Selected HCAbs with specific binding activities to both human and cyno
diversity beyond known binders, enabling k . /

_ _ _ monkey
the discovery of novel binders with
SuperIOI’ pI’OpertIeS Bind to human Target X by ELISA Bind to human Target X cells by FACS
4 15000~
g
5 3
° < 10000+
© £ 50004 ?
14 =
. LEL o —k isotype
- - ., — isotype
0 T T T 1 0+
102 101 10° 10! 102  10° 102 10 10° 10! 102  10°
Ab con.(nM) Ab con.(nM)

Bind to cyno Target X cells by FACS
30000+

Summary of produced HCADbs: 20000
* Average yield > 700 mg/L

* 20 HCAbs = 10 nmol (EC50)

10000

MFI (FITC-A, Median)

—+ isotype
01 T A|
10t 100 10t 102
Ab con.(nM)
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Al Powered Dry to Wet for Next Generation of Antibody R&D Platform

Automated Protein Expression and Characterization System

Leverage Harbour BioMed proprietary HCAb technology and inhouse data, Utilizing high-throughput automation instruments significantly expands the

build first-in-class generative model to make fully human heavy chain only capacity of molecule generation and characterization, enhancing the

antibodies. probability of identifying candidates, generating large-scale, high-throughput
wet-lab data which can further enhance Al models.

\»’\

>y

)
We’re not only discovering drugs, we're discovering the unmet medical needs with data-driven, predictive
process. We welcome all kinds of partners to co-create the ecosystem with us.
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Al Accelerates a New Era of Antibody Therapeutics Across Multiple Fields
g R

HCAb Harbour Mice

4 I
& *

Fully Human VH
Antibody Innovative
Applications

N x Transformer Blocks :r:;:::q;:n’ce W MU!“ SpeC|f|C
antibody drugs

Single Transformer Block

Muti-head Self-Attention(RoPE)

Feed-Forward

Targeted

Pretraind weights (Wg, Wk,Wv) Network -
— we'g+ —— delivery of
oA el radiopharmaceu
ticals
* Scoring models (Fine-tuned Affinity Model and Other
Developability Model ) to calculate a reward score .
| eoe —— In vivo CAR-T
— technology
Al HCADb Sequence Generation Model Al HCAD Binder Selection Model
. Inhaled
e : therapeutics for
w G 8T nms. @_\ %‘%ﬂ . pulmonary
» B N Ny diseases
Protsin . DIQMTOSPASLS.PKSFNRNEC ~— — 4 4 ’L
Structure {8~ Affinity
iodel — NIDFGFICELEGF..ADLLESSMR modaling .’_,' praciction -I‘
Top Candidates. Oral .
therapeutics for
gastrointestinal

diseases

Al HCAb Affinity Maturation Model
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Shaping the Future of Drug Discovery

Al-driven Novel _@Antibody Data Ag-Ab @Al-driven
Target =—»  Target Foundry and Al - =——> Binders =»— Pre-clinical

Prediction Discovery driven Discovery Library Optimization \

Ta(rg?et Novel Molecule

Design and
Characterization

)\

Al-driven
In Vivo

Disease

[

Patient
Management &

Harbour BioMed will be a strong partner in
building Al + Drug ecosystem
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“1T1D”’Era Passed, A New Wave of Transformative
HARBOUR

Innovation - Multispecific Medicine is Now Upon Us Tk
== Defined molecules == Defined molecules Biologic == Multi-
undefined molecular target and molecular targets drugs specificity —_—
1982 Perspective () Gheck for updat o
Humulin How multispecific moleculesare

é 2017 transforming pharmacotherapy
1] .
..;J: 2000 Hemlibra | Foymonalbeshaies®
@ Mylotarg ?
_E- 1899 ~1970s ’
2 Aspirin Rational drug ) nature
g discovery Pt Multi -
, ultispecific drugs herald anew era of
_J/ < R biopharmaceutical innovation
| | | | I I >
1900 1920 1940 1960 1980 ‘ 2000 2020 2040 faumond ) Deshales
Nature 580, 329-338 (2020)

1986 2014

OKT3 Blincyto .

monoclonal

\ antibody

Raymond J. Deshaies, “Multispecific drugs herald a new era of biopharmaceutical innovation”, Nature (2020)

JNH(G"(;‘[.OBAL HAVRWUR BIOMED GLOBAL R&D: DAY



Multispecific Molecular Medicines Require Specific Targeting

Moiety HARBOUR

BIOMED

Representative Drug Classes

PROTAC

(Etanercept=TNFR-Fc, (Blinatumomab-CD19xCD3,

(Amivantamab-aEGFRxcMet

(ADC, RDC, AOC, DAC, ISAC)

Abatacept=CTLA4-Fc)

Faricimab-aAng2xVEGFA
Tirzepatide-GLP1xGIP)

Risdiplam-SMA2RNA.U1snRNP

Emicizumab-aFIXa/FX)

Stabilizers Multi-actives Tetherbodies Matchmakers
Enhance persistence Overcome redunancy Enhance therapeutic Overcome
Antibody Blspecific index “undruggability”
)’ ( Protein X }‘ antibody < y
\ / FcRn \ / i ’
T cell
~{ / \ 3 »//*coa

engager
A‘—Tumour

/' N\

| { ‘ R

| ) / |

‘ > ‘ il

\ / ‘ p antigen
A / / /

A - Gell. division 4 =

Rescue endocytosed protein Block cancer growth Silence liver protein Kill tumor cell

PrOX|m|tP\/l Dependent Mode of Actions
Raymond J. Deshaies, “How multlspecmc molecules are transformlng pharmacotherapy ature (2025)

%,}% fﬁ /[e J?JE HHEEAS KA E A"
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Human VH from HCAb Technology is Ideal Targeting
“Missile” for Multispecific Medicine HARBI?QHE%

%0 e 4

HARBOUR  Harbour Mice® HCADb )(. ” s ‘
Vi D J ¢, LCR =
—HHHHHHIIHHHR- + protein ( ( W + cell
ACH1
‘ + payloadL .. HCAD + nanoparticle
. | Human Mouse -« }4
: \ 7 \ ’ & EE;@%;;&;E; w’
% % 20, N & WN:S?”“
' 'E;N.:iﬁ' “Erinie”
mﬁmwfim ‘. ‘ ¢ % ®
— N \ R Y
" ”
Human VH or XDC EE;nﬁ

Fully human HCAb single domain Ab
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HCADb Plus Technology is a Systemic Modality Solution from
ldea to IND HARBOUR

BIOMED
Multispecific Medicine Discovery Roadmap
Immunoaen Desian Discovery Select Building Multispecific Multispecific Functional Developability Clinical
9 9 Building Blocks Blocks Assembly Prototyping Assessment Assessment Development

vl

¥

A
& it
NI

v mMRNA/DNA/in v/ Harbour Mice v Single B v Multispecific v 3D organoid models v' Cutoff biophysical
ducible v Al Hu- cell tech protein v Humanized animal models parameters

immunizations mAtrix™ v NonaCarFx engineering v" In-vitro functional assays v Mammalian/phage/yeast
v' Antigen screening v Tissue display for lead

design specific VH optimization

guided v Al Hu-mAtrix aided LO
delivery

= ) »
« 3 8 B B §

1
“Is = = .
3 . . . 2

9% Bound

i @)»’

——
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o

Concentration

v IIT, phl, 2, 3, BLA

Harbour HCADb Plus Technology — The Solution for Multispecific Medicines or Complex Biologics
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Al-aided Drug Discovery for Induced-Proximity to Solve
HARBOUR

Problems that Single-target Drugs Can Not S 10 HE o

Generative Models

Predictive Models

>
g%’ [Model extrapolation]| = e
— @
* © 0 0e i
[®) -
00%808899:
2| 0 0ooe%ee
8e| o550
Ty &
& Low High
affinity affinity

Developability, Thermal Stability,
Aggregation, etc.

CD3 Fab
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Platform-Led Pipeline Strategy: HCAb Plus for Next
Generation Multispecific Therapeutics HARBI?’?HEQ

‘ Anti-CTLA-4 CLDN 18.2 x CD3 m Y
HBM4003 HBM7022/AZD5863 )
00 Phasell Phase | Vv

=.“ BCMAX B7H4 x 4-1BB &
CD3 HBM7008/CLN-418
HBM7020 Phase |
e TSLZE,@%}%EE HBM7026
&y % MSLNADC PD-(L)1 x CD40 ‘(\ﬂ'
% HBM9033 HBM9027 '
Phase | US IND v
| HBM2001 HBM7028
Immunology Oncology
Harbour Mice / HBICE / HBICA Harbour Mice / HBICE / XDC

HCADb Plus x Al Hu-mAtrix™
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HBM Therapeutic & Strategy Focus HARBOUR

BIOMED

HBM focuses on 2 key therapeutic areas to address significant unmet medical needs and drive differentiated innovation.

Immunology & Inflammation Oncology

g ‘\‘ v “\ ’1’_“‘\.\
1 Y q e Iy A O ] \ 9
'\\"'/' Respiratory .\\g‘g; Dermatology ,\ x ”, Solid Tumor
T « COPD . Atopic Dermatitis B * Colorectal Cancer
* Ashma « Hidradenitis Suppurativa *  Pancreatic cancer
+ Vitiligo *  Gynecology cancer

- Alopecia Areata *  Lung cancer

f’m ) Gl :\ @ ! Systemic &I

‘\_‘_‘_/,’ N
. glrgiﬁél\éeis(égéléls . I\S/IIl_JIIEtipIe Sclerosis Science Focus
* Celiac Disease * |9A Nephropathy - Conquering Immunologically Cold Tumors: Targeting tumors with low
+ Fibrosis immune cell infiltration and inherent resistance to existing checkpoint

Science Focus inhibitor therapies.

- Pioneering Novel Multispecific Antibodies: Restoring immune balance by - Deploying a Diversified Modality Toolkit: Advancing novel platform,
targeting complementary pathways across the Th1/Th2/Th17 axis and key including XDC, multispecific antibodies, cytokine fusion, and combination
regulatory circuits (e.g., Treg, IL-2, TGF-p). immunotherapies.

- Resetting the Immune System with HBICE™: Enabling superior safety - Improving Overall Survival in Refractory Cancers: Integrating direct
and efficacy in autoimmune diseases through deep, specific, and durable tumor killing with sophisticated tumor microenvironment (TME) modulation
depletion of pathogenic cells. and renormalization strategies to extend patient survival.

Abbr.
Gl - Gastrointestinal; SLE — Systemic Lupus Erythematosus; DKD-Diabetic Kidney Disease; COPD - Chronic Obstructive Pulmonary Disease; MAFLD - Metabolic Dysfunction-Associated Fatty Liver Disease; MASH — Metabolic Dysfunction-Associated Steatohepatitis
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Immunology: Address Complementary Mechanisms of
Action in I&] Diseases by Multispecific Antibodies HARBOUR

BIOMED

Immunology diseases are multifactorial,
strongly heterogenous disorders driven by

Blocking multiple pathways in Type 2 (T2)-low
distinct inflammatory pathways

endotypes of asthma/AD

HBICA

HCAb-base Bispecific Immune Cell Antagonist Toen oo

Epithelial

| o Lymph node ™
cells & Fibroblast
1 Mast cell /
> OX40L
Immune Cell "4 +§\D-—TTP—> f_‘- O
or cytokines immature | Mature Nave

' @7

Mast
cell

IL-4, IL-5, IL-13,
H IL-5, IL-13, IL-8, eotaxi and TNF-a
Top 10 oligoclonal vs. polyclonal A Gy s kS ik i i i
Trunk AD__Head/neck AD Trunk AD _Head/neck AD | 242 sym metric HBICA
% Q 0 t‘ " . : 818 1L-23p19/1L-1p [® GM-CSF/IL-23p19 GM-CSF (Y
2 N2 o P NG A = N
o ’\ '\ 1Y) Nalve CD4* o )
S Average ’\ 1'\ Vv e LR ot MR
S expression ' ”~ g agmlly patnogenic 117
B . | kg Th17 cell
-04 04 : : @ —_— R?Ryi cells S,lr-csF
ey B Dual blocking immune modulator cxcro AP Pecrs s
éG'SE Percentd CD161 >1R
— Hes 3’(2‘33%330 « Fully humanaaseq < Bivalent blocking |
olyclona LU I o i o ili . . . .
Oliggclonal D8 508 s a8+ c s 0@ Intact Fc with HLE favorable developability 8[® cm-csF/ie 88 sv-csF/iL17

Nat Commun. 2024; 15, 2839
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Immunology: Achieve Immune Reset by Pathogenic Immune
Cell Depletion Mediated by HBICE/HBIME HARBOUR

BIOMED

Working model of immune reset Achieve deeper and longer depletion in tissue

B or LLPC
a HBICE
. . B CD19* B cells B
R N HCAb-based Bispecific Immune Cell Engager 2 =
. ' 4 _‘ 300
. . ® " OgP. HCAb-based Bispecific Myeloid Cell Engager 2 ,l
3 / Overt S 15 j ’,‘\
g Immune disease = 101 A} /4
E Lymphocyte acthation ) Z B\ 7’4 ‘/1“
Z cifferantiation / :i":“lrlau;:latiu“:l Immun % Pathogenic T30 2 ’“D,,?%‘"" o
2 autoimmuni
$ .
2 ([ @® ) Homeostasis Cell ‘? Cell Wang W,et al. Ann Rheum Dis. 2024
‘ch » Genetic Figure 2. B-Cell Depletion in Patients With SLE Treated With
% predisposition Mosunetuzumab as Assessed by HFSC for CD19+ Cells — All
Patients Depleting to Below 0.4 cells/pL in the 3 Highest Doses
MRV & mg (o= 15

2 om (n=1) mg (n=5) mg (n=3) 45 mg (n=3) 60 mg (n=3)
v -
Lymphocyte number | . ‘:‘-f w1BLQ B B n&}. %E{QQ
b N+1 asymmetric HBICE/HBIME ‘ o bz = =

== W F. Ao
e | i | B S ’\) () é ¢ WJ =

Q o B/DCIT cell depletion therapy

N ERi 8 CD19000I_HAL

) Change in B Cells and Immunoglobulin

Lymphocyte sensitivity to antigen

CD19+ B Cels (no.J4d)
£
F] o

MWANK e E
Fne Week
Nat Rev Immunol 25, 528-541 Zhao J, et al. NEJM. 2025
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Oncology: Discover Next-Gen Multispecific PD-(L)1 Plus for
Solid Tumor Patients HARBI?QHEB)

Improving Therapeutic Window by Modulating 10, Angiogenesis

/‘ and Stroma of Cancers with Cornerstone PD-(L)1 Plus Therapies

) o o Primary Endpoint{ Overall Survival HARMONT
Q mAb 9 bSAb 9 MultlspeCIfIC MedICIneS Favorabl:l’:endObserved,NA&EUFolIow-upNotYetMature
(/] Improve OS as ultimate endpoint "
@ Better safety for combination to beat SOC T EEEEEE T EEEEEE

Dr Jonathan Goldman, IASLC

4 ' W

bo

PD-(L)1/VEGF/
HBM4003 CTLA-4 .
: HBM9027 PD-L1 x CD40 PD-1/VEGF/undisclosed 1 undisclosed 2
Combo with PD-1 : - ) _ . :
DC Cell Engager Trispecific Antibody Trispecific Antibody
MSS CRC Ph2 Positive Readouts
IND US/CN Approved IND 2026 IND 2026-2027
\ AT AT 4

QILBR MRER2RFAE
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Oncology: Improve XDC for Cold Tumors with Stroma Barrier HJARBOUR

BIOMED
ADC/ISAC/BSADC
Ongoing Approaches

5 4 \,..! ‘“' \w ORad,o,sotope 1. ADC: Tumor microenvironment specific cleavable linker payload for
W

” soluble and stroma targets in PDAC and HCC etc.
HLE Modul -
,,,,, O . odule 2. Explore novel targets for CRC/NSCLC ADC or Bispecific ADC
* : I T T
*8?:4\* Dt ¢ . Targeting sdAb 3. AOC: Target intracellular oncogenes with specific cell delivery

4. Ab-LNP: Tissue specific delivery of drug to improve therapeutic window

.’" Lead Candidates
: [ [ \ /
s r.r’ . Anti-CD8 VHH ‘ . \ * ’ HBM9033 \\wl’ ‘\w"
| Anti-CD3 VHH 4 MSLN ADC ‘“’ EIC ADC BsADC
Phl ePﬁzer " "

N mRNA encoding W*W TAA-CAR
TAA(VHH)-CAR Gt

HCAb-DAR1 AOC HCAb-DAR2 AOC
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Oncology: Nextgen TCE for Solid Tumor Mono- and Combo-
Therapies HARBOUR

BIOMED

Ongoing Approaches

MmRNA-encoding Engagers TCRm TCE for Intracellular

(RiboHBICE) Target
1. Overcome TAA escape resulted resistance and/or T cell

ngig 2, 5 exhaustion due to lack of signal 2/3
R \ 3 = Achieve multi-in-one function by mRNA encoding RiboHBICE
8. Ty s |
S ﬁj.' \ = (@—=r Access intracellular targets (e.g. neoantigens) by TCRm TCE
Y > :

Improve safety window by conditional activated TCE

Explore novel targets and combination therapy for TCE/MCE

2 T

Novel engineering to control specific activation, on-off

modulation and geometry dependent cytotoxic killing

Lead Candidates

TME Conditional TCE Multispecific TCE

/% HBM7008 =% AZD5863 *.“% HBM7020
B7H4x4-1BB CLDN18.2xCD3 BCMAxCD3
» w» Phasel HARBOUR Phase | AstraZeneca Phase | ‘. Uk
L'ﬁ,ﬁm’ﬁ
‘e o HBM9027 *,“% HBM7004 g‘
PDL1xCD40 B7H4xCD3 -
US IND HARBOUR IND-enabling .+ TAA Trispecific
HARBOUR

BIOMED
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Platform Driven Approach for Other Therapeutic Areas by
Open Innovation HARBI?’?HE%

____________________________________________________________________________

Metabolism |

Multi-pathway modulations to achieve
metabolic balance ;

____________________________________________________________________________

******************************************************* Rare Diseases ,
Neurology MY Deplete or modulate pathogenic cells/ !
BBB Shuttling Tech for CNS proteins/ autoantbodies
DI . | | [

Others
Pain, Stroke, Kidney, PAH ...

Partnership and
Co-discovery
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From Platform Biotech to Product Development and
Commercial Company HARBOUR

BIOMED
Billions
Dollar
10+ | 20+ \] Revenue /
Assets B|opharma‘

Assets

_

HBM9161
FcRn

HBM9378
TSLP

HBM7020
BCMA x CD3

HBM9378 R2006
TSLP CD19 x CD3
HBM7575 HBM7026
TSLP BsAb BCMA x CD19 x CD3
HBM9161 J9003 ?
FcRn FIC novel target

=

Immunology R

. @ 5+ Commercialized
‘ commercial ready

products

HBM9027
PD-L1 x CD40

HBM4003
CTLA-4

@

Oncology PO-(JLVEGFIUD W HBM7004 3+ Poc products
=y - @ 10+ os
——
Others CNS -

BsAb and XDC

Obesity
BsAb and XDC
7~

\ 4 \ ..-
2016-2020 2020-2025 2025 2028-2030
T e - X MMBEH LR £ B
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